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SOFTWARE
All programs are available (directly or linked) at http://odin.mdacc.tmc.edu/~pm/prog.html.

Drug screening: Screening designs for drug development (R package seqdesphll).

Microarray group comparison: A semiparametric Bayesian mixture model for differen-
tial gene expression.

Semiparametric mixture models: Bayesian inference for Dirichlet process mixture of
normal models (R package mdp).

Dependent random probability measures: Hierarchical DP mixture of normals (R pack-
age hdpmn)

Dependent DP models: ANOVA DDP model (R package ddpanova).

Special purpose software: several additional software packages that implement specific
examples in published papers.
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GRANTS
Major Grants

“Population PK/PD: Statistical Issues,” NIH, co-P.I. (with G. Rosner), 2007-2011,

“Continuous Drug Screening: Simulation Based Sequential Design,” NIH/BISTI, P.I. (with
G. Rosner), 2003-2005 (extension until 2006).

Gynecologic Cancer NIH/SPORE (Specialized Programs of Research Excellence), P50 CA098259,
2002-2007, PI Biostatistics Core.

“Population Pharmacokinetics/Dynamics: Statistical Issues,” NIH, co-PI (with G. Rosner,
P.I), 2001-2006, $398,850.

“Statistical Methodology for Spatial Modeling and Interpolation of Air and Deposition
Pollutants,” with M. Fuentes (P.I.), EPA, 2000-2002, $469,978.

“Multi-Scale Modeling and Simulation in Scientific Inference: Hierarchical Methods for Pa-
rameter Estimation in Porous Flow,” With J. Trangenstein, D. Higdon, A. Datta-Gupta
(P.I’s) and other collaborators, NSF, KDI (Knowledge and distributed intelligence)
program, 1999-2002, $ 2,300,000 ($ 800,000 at ISDS).

“Bayesian preposterior simulation”, NSF/DMS (DMS-9704934), Principal investigator,
$146,000, 1997-2001.

“Population Pharmacokinetics/Dynamics: Statistical Issues,” NIH (1R01CA75981-01), Prin-
cipal investigator (with G. Rosner), $253,000, 1998-2001.

“Bayesian Regression in Nonlinear AR, Neural Networks, Wavelet Representations and Lon-
gitudinal Data Models”, NSF/DMS (DMS-9404151), Principal investigator, $65,000,
1994-96.

”Mathematical Sciences Computing Research Environments,” SCREMS grant, NSF/DMS
(DMS-9305699), Collaborating investigator (3 out of 5 subprojects), $88,978, 1993-95.

NIH: “Functional Data Analysis” co-investigator 10%, (P.I. J. Morris, Biostatistics)
Minor Grants

NIH/NCI R01: "HOX genes in ovarian neoplasia”, co-investigator 5%, (PI: H. Naora, Gyn.
Oncology).

"Fourth International Workshop on Objective Prior Methodology,” NSF/DMS-0245166.
Travel support grant, P.I., 2003.

“Simulation based sequential design: Species Diversity”, NSF/INT, P.I. (with A. Christen,
Guanajuato), pending.

“International: Bayesian preposterior simulation — Partially Exchangeable Binary Sequences,”
NSF/INT, P.I. (with F. Quintana, Santiago), $4,312.

“ICTNEO: A Decision Support System for Jaundice Management in Newborn Babies,” FIS
(Spanish equivalent of NIH), consultant, 1997/98.

“A New Methodology for Hydropower Resources Management,” Iberdrola Foundation (Spain),
consultant, 1996/97.

“Meta analysis over related case-control studies”, Duke University Research Council Grant,
1996/97, $2500.
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Estancias temporales de cientificos y tecnologos extranjeros en Espana (Visiting grants for
foreign researchers in Spain). With S. Rios Insua, UPM Madrid, Pts. 1,920,000 (=
$12,000), 1995.

“Computational Procedures for Optimal Design of Experiments under Uncertainty” Duke
University Research Council, Seed grant, co-principal investigator (with G. Parmigiani,
co-principal investigator), 1993/94, $2200.

DELIVERED TALKS
Invited Talks at Conferences and Workshops (2004 — present)

Bayesian decision-theoretic dose finding, Biometric Society Region Osterreich-Schweiz Sem-
inar 2007, Bern, Switzerland, September 2007.

Bayesian Clustering with Regression, WNAR, Irvine, CA, June 2007.

Optimal discovery procedure and Bayesian decision rules, Objective Bayesian Analysis,
Roma, Italy, June 2007.

Optimal discovery procedure and Bayesian decision rules, 3rd Lehmann Symposium, Hous-
ton, TX, May 2007.

Bayesian Clustering with Regression, SBIES (Seminar on Bayesian Inference in Economet-
rics), St. Louis, MO, May 2007.

Optimal discovery procedure and Bayesian decision rules, Workshop on Statistical Bioin-
formatics and Sochastic Systems Biology, Newcastle, U.K., April 2007.

Optimal discovery procedure and Bayesian decision rules, CLAPEM (Latin American Congress
of Probability and Mathematical Statistics), Lima, Peru, March 2007.

Bayesian Clustering with Regression, IISA Joint Statistical Meeting and International Con-
ference on Statistics, Probability and Related Areas, Cochin, India, January 2007.

FDR and Bayesian decision rules, SAMSI, NC, July 2006.

Semiparametric Bayesian Inference for Gene Expression and Protein Profiles, Recent Ad-
vances in Stochastic Computation and Bioinformatics (IMS Mini-Meeting), Vancouver,
Canada, August 2006.

FDR and Bayesian Decision Rules, Bayesian Statistics 8, Valencia, Spain, 2006.

Modeling Dependent Gene Expression, Workshop on Bayesian Inference in Complex Stochas-
tic Systems, Warwick, UK, May 2006.

FDR and Bayesian Multiple Comparison Rules, Oberwolfach, Germany, October 2005.

Optimal Sample Size for Multiple Testing: the Case of Gene Expression Microarrays (in
German), Osterreichische Statistiktage, Klagenfurt, Austria, October 2005.

Optimal Sample Size for Multiple Testing: the Case of Gene Expression Microarrays, Work-
shop on Data fusion in Genomics, Imperial College, London, UK, September 2005.

FDR and Bayesian decision rules, Workshop on Data fusion in Genomics, Imperial College,
London, UK, September 2005.

FDR and Bayesian decision rules, International Society for Bayesian Analysis (ISBA),
Tokyo, Japan, September 2005.
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Semiparametric Bayesian Inference for Multilevel Repeated Measurment Data, 25th Euro-
pean Meeting of Statisticians, Oslo, Norway, July 2005. Oslo

A Bayesian mixture model for protein biomarker discovery, JSM, Minneapolis, MN, August
2005.

Non-parametric Bayesian approaches to functional data analysis, WNAR, Faibanks, AK,
June 2005.

FDR and Bayesian Decision Rules, OBayesb — Fifth International Workshop on Objective
Bayes, Branson, MO, June 2005.

Semiparametric Bayesian Inference for Multilevel Repeated Measurment Data, International
Workshop/Conference on Bayesian Statistics and its Applications, Varanasi, India,
January 2005.

Towards Automating RJ: a Hierarchical Mixture Model for Protein Spectra, MCMSki, 2nd
IMS-ISBA Joint Meeting, Bormio, Italy, January 2005.

Semiparametric Bayesian Inference for Multilevel Repeated Measurment Data, Institut
Henri Poincaré, Paris, 2004.

“A Bayesian Mixture Model for Protein Biomarker Discovery”, 3rd Winter Workshop on
Statistics & Computer Science, Ein-Gedi, Israel, December 2004.

“A Bayesian mixture model for differential gene expression”, ISBA World Meeting, Vina
del Mar, Chile, May 2004.

“A Bayesian mixture model for protein biomarker discovery,” IV Workshop on Bayesian
nonparametrics,” Roma, Italy, June 2004.

“Optimal Sample Size for Multiple Testing: the Case of Gene Expression Microarrays,”
International Biometric Conference, Cairnes, Australia, July 2004.

“Non-parametric Bayesian Data Analysis: Inference for Differential Gene Expression,” Joint
Statistical Meeting, Toronto, August 2004.

“A Bayesian Mixture Model for Differential Gene Expression”, ENAR, Pittsburgh, March
2004.

“Nonparametric Bayesian Data Analysis” (in portuguese), 7th Encontro Brasileiro de Es-
tatistica Bayesiana (7th EBEB), Sao Carlos, Brasil.

“A Bayesian Mixture Model for Differential Gene Expression”, 7th Encontro Brasileiro de
Estatistica Bayesiana (7th EBEB), Sao Carlos, Brasil.

Invited Departmental Seminars (2004 — present)

Bayesian decision-theoretic dose finding, Harvard Clinical Research Institute, Boston, MA,
May 2007.

A nonparametric Bayesian version of the optimal discovery procedure, University of Min-
nesota, November 2006.

A nonparametric Bayesian version of the optimal discovery procedure, University of Cincin-
nati, October 2006.

Bayesian clinical trial design, Novartis, Switzerland, October 2006.

FDR and Bayesian Decision Rules, Los Alamos National Labs, Los Alamos, NM, September
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2006.

FDR and Bayesian Decision Rules, Ludwig Maximilian Universitat, Miinchen, German,
May 2006.

FDR and Bayesian Multiple Comparison Rules, Medical University of South Carolina
(MUSC), Charleston, SC, March 2006.

Semi-parametric mixture models for high throughput gene expression data, ITAM, Mexico
City, February 2006.

Simulation-Based Optimal Design, Department of Statistics, Universidad de Puerto Rico,
Rio Piedras, PR, 2005.

A Bayesian Mixture Model for Differential Gene Expression, University of California San
Diego, La Jolla, 2005.

Non-parametric Bayesian Data Analysis, Johns Hopkins University, Baltimore, 2005.

Nonparametric Bayesian Modeling for Multivariate Ordinal Data, Texas A&M, College
Station, 2004.

Nonparametric Bayesian Modeling for Multivariate Ordinal Data, University of Missouri,
Columbia, 2004

Optimal Sample Size for Multiple Testing: the Case of Gene Expression Microarrays, Ohio
State University, Columbus, 2004.

Massively Multiple Comparisons: Optimal Sample Size and FDRs, Texas A&M, College
Station, 2004.

Nonparametric Bayesian Data Analysis, University of Washington, Seattle, 2004.

Optimal Sample Size for Multiple Testing: the Case of Gene Expression Microarrays, Fred
Hutchinson Cancer Research Center, Seattle, 2004.

Contributed Talks and Posters at Conferences and Workshops (2001 — present)
Semiparametric Bayesian Inference for Multilevel Repeated Measurment Data, Congreso

Bayesiano de América Latina COBALZ2, Los Cabos, Mexico, February 2005.

Borrowing Strength: Incorporating Information from Early Phase Cancer Clinical Studies
into the Analysis of Large, Phase III Cancer Clinical Trials. Case Studies in Bayesian
Stats Workshop VI, Pittsburgh, 2001.

EDITORIAL SERVICE

Associate editor for Journal of the American Statistical Association (2002-2005), Biometrics
(2001-2004), Statistical Science (2005 — current).

Guest editor for Statistical Modeling: International Journal

Frequent referee for other statistics journals.
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OTHER EXTRAMURAL SERVICE
Treasurer, ISBA (International Society for Bayesian Analysis), 2002-2004. Program vice-
chair, 2007-2008.

Program Chair, ASA/SBSS (American Statistical Association, Section on Bayesian Statis-
tical Science), 2004.

Board of directors, ISBA, 2005-2007.

Service on NIH and NSF review panels: regular member NIH/BMRD; ad-hoc member in
various study groups.

National Research Council, Committee on Human Health Risks of Trichlorethylene, 2005.

GRADUATE STUDENTS
1991-present: Committee member on 4 M.Sc. committees and 20 Ph.D. committees. Ad-
visor to three M.Sc. students and seven Ph.D. students.

Ph.D. students supervised:

Luis Gonzalo Leon Novelo, Ph.D. student, “Random probability measures under order
constraints.” current.

Rossell, D., Ph.D. student, “Optimal sequential design,” 2006.

Zhang, Q., Ph.D., “Bayesian joint modeling of longitudinal and survival data,” 2005.
Yang, Y., Ph.D., “Repeated fractional data models,” 2004.

Zhou, X., Ph.D. student, “Longitudinal ordinal data,” 2005 (expected).

M. Liechty, Ph.D., “Modeling variance-covariance matrices,” 2003.

M. Liu, M.Sc., “Option Pricing with Neural Networks,” 1995.

S. Liu, M.Sc., “Variable selection in a logistic regression model”, May 1998.

H. Wang, M.Sc., “Bayesian Neural Networks in Sociology”, August 1999.

H. Lopes, Ph.D., “Bayesian Analysis in Latent Factor and Longitudinal Models,” joint
advisor with M. West, June 2000.

Ezternal reader/committee member for Ph.D. students:
Sharmita Kar, Benares Hindu University, 2003.
Roberto Casarin, University of Venice, 2004.

Billy Amzal, Université Paris-Dauphine, 2005.
Manuela Buzoianu, Carnegie Mellon University, 2005.

Stefanos Giakoumatos, Athens University of Economics and Business, 2004.

Postdoctoral fellows mentored:

Donatello Telesca, starting in 2007.

Michele Guindani, 2005-2007, now at University of New Mexico.
Song Zhang, 2005-2007, now at UT Southwest Medical Center.
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Roberto Carta, 2002-2004, now at University of Central Florida, Orlando, FL.
Feng Tang, 2002-2004, now at Medtronic, Minneapolis, MN.
Raquel Montes, visiting postdoc summer 2002, now at URJC, Madrid.

COURSES TAUGHT

Introductory courses in probability and statistics at undergraduate level: for social science
majors; for mathematics majors; for engineering majors.

Advanced mathematical statistics for graduate students (Textbook — Gelman, Carlin, Stern
and Rubin).

Applied probability models and uses in statistical analysis.

Nonparametric Bayesian Inference

Experimental design for non-statistics graduate students (Textbook — Montgomery).
Scientific computing (Textbooks — Thisted, Tanner).

Special topics courses: Markov Chain Monte Carlo Simulation; Model mixtures and mix-
ture models; Model comparisons and default methods (independent study); Bayesian
optimal design (independent study); Bayesian econometrics (independent study); Time
series (independent study, undergraduate); Simulation in statistics (in German), at the
University of Basel; Markov chain Monte Carlo simulation, at CNR-IAMI, Milano.

Short courses: Bayesian clinical trial design (Joint Statistical Meeting, 2005); Markov chain
Monte Carlo simulation (Foro Nacional, 2005); Non-parametric Bayesian data analysis
(Universidad Simon Bolivar, 2001).
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